Table S2 Primers used in this study

. o Locations in Length PCR Reference
Primers name Sequence (5'-3") i
Genome Amplicon (bp) Sequence
CCGaV-RNA1
RNA1-F1 CACATGTGTACTCAGCATCCTG 296-317 1537 MZ926713
RNA1-R1 GCTAAGAGTGCTAAGGAAGTGG 1832-1811
RNA1-F2 CACTCTCCTAGTCCTGATCTAGTC 1689-1712 1674 MZ926713
RNA1-R2 CAGGACAAGGTTAGCAACAAC 3362-3342
RNA1-F3 TGATGACTTAG CCCTGCTAG 3275-3294
RNA1-R3 CCATACAGATTTTGTGAGAGG 4801-4781 1527 M2z926713
RNA1-F4 ATCTTATCACCTCTGGCAAC 4762-4781
RNA1-R4 CGTGTTGATTGTGTCTCCATC 6206-6186 1445 Mz926713
RNA1-3RACE GATTACGCCAAGCTTCGCTTCATCTGCAGTGTGATCTTC 6041-6064 634 MZ7926713
RNA1-5RACE-1 GCAGTTACAGGATGCTGAGTAC 324-303 324 MZ7926713
RNA1-5RACE-2 GTGGCCGGGTATGTATACCAGTTCC 663-639 663 MZ926713
CCGaV-RNA2
RNA2-F1 CTCGAGACTATAGACATCATGTTG 35-58 1986 MZ926714
RNA2-R1 CAGAAGATATGATACAAGATTCATGG 1320-1295
RNA2-F2 TTACTGCTGATGACGTCTC 1149-1167
RNA2-R2 GGCTGACAAGATAAACAACCC 2630-2610 1482 Mz926714
RNA2-5RACE GATTACGCCAAGCTTGTTGTGGTAACTTAGACTGAGGCAGAGC 407-380 407 MZ926714
RNA2-3RACE CTTGCCCGTCATCACCATCTCTAG 2425-2448 282 MZ926714
CCGaV-RPA
CCGaV-RPA-F1 GGACCACTCTTTACAAAGTGCTCAATGCTAGGTTC 5001-5035
CCGaV-RPA-R1 GATCCACAAAGGCATACACATTCTGATTAGGTGC 5198-5165 198 Mz926713
CCGaV-RPA-F2 GATAGATCTAGTTCCAAGTGAGACAACATGTGTG 4947-4980
CCGaV-RPA-R2 CCTGCAAGTTATTAGAAGTGGGGAGAATAGGACC 5121-5088 175 MZ926713
Virus Detection
ACLSV-5F TCTGCAAGAGAATTTCAGTT 6720-6739 83 KC935956.1
ACLSV-3R GTCTACAGGCTATTTATTATAAG 7542-7520
ASPV-5F CTCTTGAACCAGCTGATGGCC 9019-9039 264 NC_003462.2
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